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Please amtend the specification aa followa: 


At page 1, please delete the title and insert the following: 
--Lung Specific Nucleic Acids and Vectors and Host Cells Thereof- 

Please replace the paragraph at page 54, line 3 through line 
19 with the following: 

Polypeptides of the invention may be post-tranelationally 
modified. Post- translational modif icationg include 
phosphorylation of amino acid residues serine, threonine and/or 
tyrosine, N-linked and/or O-linked glycosylation, methylation, 
acetylation, prenylation, methylation, acetylation, arginylation, 
ubiquination and racemization. One may determine whether a 
polypeptide of the invention is likely to be poet-translationally 
modified by analyzing the sequence of the polypeptide to 
determine if there are peptide motifs indicative of sites for 
post-translational modification. There are a number of computer 
pirograms that permit prediction of pogt-translational 
modifications. See, e.g., w w w .-ex pa Jty . oiy f^j xpaay with the 
extanaion .org of the world wide wg^b f acGessed August 31, 2001), 
which includes PSORT, for prediction of protein sorting signals 
and localization sites, SignalP, for prediction of signal peptide 
cleavage sites, MITOPROT and Predotar, for prediction of 
mitochondrial targeting sequences, NetOOl yc, for prediction of 
type 0-glycosylation eites in mammalian proteins, big-PI 
Predictor and DGPl, for prediction of prenylation-anchor and 
cleavage sites, and NetPhos, for prediction of Ser^ Thr and Tyr 
phosphorylation sites in eukaryotic proteins* Other computer 
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